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R topics documented:
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Index 3
RGcontrolSetEx An example control dataset for lllumina’s Human Methylation 450k
dataset.
Description

This contains the raw data for 52 control samples from Illumina’s Human Methylation 450k dataset.
The samples are from different tissue from control patient with nominally no copy number aberra-
tions.



2 RGcontrolSetEx

Usage
data(RGcontrolSetEx)

Format

An object of class "RGChannelSet”

Details
Scripts for creating the object is found in the scripts directory of the package and extdata con-
tains the IDAT files.

See Also

RGChannelSet for the class definition,

Examples

data(RGcontrolSetEx)
pData(RGcontrolSetEx)



Index

*Topic datasets
RGcontrolSetEx, 1

RGChannelSet, 2
RGcontrolSetEx, 1
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