High-throughput

Screen

HTS

@

Preprocessing
& Quiality control

cellHTS2

Gene sets
e.g. MSigDB, GO, KEGG

Networks
e.g. BioGRID

Network and
pathway analysis

HTSanalyzeR

Hypergeometric test

Rich subnetworks

Gene set enrichment analysis
(GSEA)

A

Differential GSEA ]]]IH

Output
report

HTML

Links to databases
Network figures
Enrichment Map



